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<160> 108 

<210> 1 
<211> 36 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic . * 

<400> 1 



1 




ggcagctgtg gcttctagag tggcggcggc tctggt 36 

<210> 2 
<211> 36 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 2 

agctgtggct tcgggccctt agcatttaat gcggta 36 

<210> 3 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 3 

ttcacaaacg aagggcccct aattaaagcc aga 33 

<210> 4 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 4 

caataataac gggctagcca aaagaactgg 30 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 5 

cacgacagaa ttcccgactg gaaa 24 

<210> 6 
<211> 23 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 6 

ctgtttctag agtgaaattg tta 23 

<210> 7 
<211> 21 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 7 
acattcctgg gtaccgtgca g 21 

<210> 8 
<211> 63 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 21-22, 27-28, 33-34, 39-40 
<223> unknown base 

<400> 8 

gcttcaggaa ggacatggac nnsgtcnnsa cannsctgnn satcgtgcag 

tgccgctctg tgg 63 

<210> 9 
<211> 24 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 9 

aaggtctcca catacctgag gate 24 

<210> 10 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 10 

atggacaagg tgtcgacata cctgcgcatc gtg 33 

<210> 11 
<211> 36 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 11 

ggcagctgtg gattctagag tggcggtggc tctggt 36 
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<210> 12 
<211> 12 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 12 

Gly Ser Cys Gly Phe Glu Ser Gly Gly Gly Ser Gly 
15 10 

<210> 13 
<211> 27 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 13 

cggactgggc agatattcaa gcagacc 27 

<210> 14 
<211> 38 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 14 

ctcaagaact acgggttacc ctgactgctt caggaagg 38 

<210> 15 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 15 

cgcatcgtgc agtgcagatc tgtggagggc 30 

<210> 16 
<211> 66 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 33-34, 39-40, 45-46, 51-52 
<223> unknown base 

<400> 16 
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gttactctac tgctttcagg aaggacatgg acnnsgtcnn sacannsctg 50 

nnsatcgtgc agtgca 66 

<210> 17 
<211> 64 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 19-20, 25-26, 31-32, 37-38 
<223> unknown base 

<400> 17 

gatctgcact gcacgatsnn cagsnntgts nngacsnngt ccatgtcctt 50 

cctgaagcag taga 64 

<210> 18 
<211> 25 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 18 
gcctttgaca ggtaccagga gtttg 25 

<210> 19 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 19 

ccaactatac cactctcgag gtctattcga taa 33 

<210>, 20 
<211> 66 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 10-11, 22-23, 34-35, 43-44 
<223> unknown base 

<400> 20 

tcgaggctcn nsgacaacgc gnnsctgcgt gctnnscgtc ttnnscagct 50 
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ggcctttgac acgtac 66 

<210> 21 
<211> 58 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 19-20, 28-29, 40-41, 52-53 
<223> unknown base 

<400> 21 

gtgtcaaagg ccagctgsnn aagacgsnna gcacgcagsn ncgcgttgtc 50 
snngagcc 58 

<210> 22 
<211> 65 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 17-18, 29-30, 41-42, 53-54 
<223> unknown base 

<400> 22 

gttactctac tgcttcnnsa aggacatgnn saaggtcagc nnstacctgc 50 

gcnnsgtgca gtgca 65 

<210> 23 
<211> 64 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 

<222> 16-17, 28-29, 40-41, 52-53 
<223> unknown base 

<400> 23 

gatctgcact gcacsnngcg caggtasnng ctgaccttsn ncatgtcctt 50 

snngaagcag taga 64 

<210> 24 
<211> 2178 
<212> DNA 
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<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 24 



atgaaaaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaac 


gcgtacgctg 


atatccagat 


gacccagtcc 


ccgagctccc 


100 


tgtccgcctc 


tgtgggcgat 


agggtcacca 


tcacctgccg 


tgccagtcag 


150 


gatgtgaata 


ctgctgtagc 


ctggtatcaa 


cagaaaccag 


gaaaagctcc 


200 


gaaactactg 


atttactcgg 


catccttcct 


ctactctgga 


gtcccttctc 


250 


gcttctctgg 


atccagatct 


gggacggatt 


tcactctgac 


catcagcagt 


300 


ctgcagccgg 


aagacttcgc 


aacttattac 


tgtcagcaac 


attatactac 


350 


tcctcccacg 


ttcggacagg 


gtaccaaggt 


ggagatcaaa 


cgaactgtgg 


400 


ctgcaccatc 


tgtcttcatc 


ttcccgccat 


ctgatgagca 


gttgaaatct 


450 


ggaactgcct 


ctgttgtgtg 


cctgctgaat 


aacttctatc 


ccagagaggc 


500 


caaagtacag 


tggaaggtgg 


ataacgccct 


ccaatcgggt 


aactcccagg 


550 


agagtgtcac 


agagcaggac 


agcaaggaca 


gcacctacag 


cctcagcagc 


600 


accctgacgc 


tgagcaaagc 


agactacgag 


aaacacaaag 


tctacgcctg 


650 


cgaagtcacc 


catcagggcc 


tgagctcgcc 


cgtcacaaag 


agcttcaaca 


700 


ggggagagtg 


ttaagctgat 


cctctacgcc 


ggacgcatcg 


tggccctagt 


750 


acgcaagttc 


acgtaaaaag 


ggtatctaga 


ggttgaggtg 


attttatgaa 


800 


aaagaatatc 


gcatttcttc 


ttgcatctat 


gttcgttttt 


tctattgcta 


850 


caaacgcgta 


cgctgaggtt 


cagctggtgg 


agtctggcgg 


tggcctggtg 


900 


cagccagggg 


gctcactccg 


tttgtcctgt 


gcagcttctg 


gcttcaacat 


950 


taaagacacc 


tatatacact 


gggtgcgtca 


ggccccgggt 


aagggcctgg 


1000 


aatgggttgc 


aaggatttat 


cctacgaatg 


gttatactag 


atatgccgat 


1050 


agcgtcaagg 


gccgtttcac 


tataagcgca 


gacacatcca 


aaaacacagc 


1100 


ctacctgcag 


atgaacagcc 


tgcgtgctga 


ggacactgcc 


gtctattatt 


1150 


gttctagatg 


gggaggggac 


ggcttctatg 


ctatggacta 


ctggggtcaa 


1200 


ggaaccctgg 


tcaccgtctc 


ctcggcctcc 


accaagggcc 


catcggtctt 


1250 


ccccctggca 


ccctcctcca 


agagcacctc 


tgggggcaca 


gcggccctgg 


1300 


gctgcctggt 


caaggactac 


ttccccgaac 


cggtgacggt 


gtcgtggaac 


1350 
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tcaggcgccc 


tgaccagcgg 


cgtgcacacc 


ttcccggctg 


tcctacagtc 


1400 


ctcaggactc 


tactccctca 


gcagcgtggt 


gactgtgccc 


tctagcagct 


1450 


tgggcaccca 


gacctacatc 


tgcaacgtga 


atcacaagcc 


cagcaacacc 


1500 


aaggtggaca 


agaaagttga 


gcccaaatct 


tgtgacaaaa 


ctcacacagg 


1550 


gcccttcgtt 


tgtgaatatc 


aaggccaatc 


gtctgacctg 


cctcaacctc 


1600 


ctgtcaatgc 


tggcggcggc 


tctggtggtg 


gttctggtgg 


cggctctgag 


1650 


ggtggtggct 


ctgagggtgg 


cggttctgag 


ggtggcggct 


ctgagggagg 


1700 


cggttccggt 


ggtggctctg 


gttccggtga 


ttttgattat 


gaaaagatgg 


1750 


caaacgctaa 


taagggggct 


atgaccgaaa 


atgccgatga 


aaacgcgcta 


1800 


cagtctgacg 


ctaaaggcaa 


acttgattct 


gtcgctactg 


attacggtgc 


1850 


tgctatcgat 


ggtttcattg 


gtgacgtttc 


cggccttgct 


aatggtaatg 


1900 


gtgctactgg 


tgattttgct 


ggctctaatt 


cccaaatggc 


tcaagtcggt 


1950 


gacggtgata 


attcaccttt 


aatgaataat 


ttccgtcaat 


atttaccttc 


2000 


cctccctcaa 


tcggttgaat 


gtcgcccttt 


tgtctttagc 


gctggtaaac 


2050 


catatgaatt 


ttctattgat 


tgtgacaaaa 


taaacttatt 


ccgtggtgtc 


2100 


tttgcgtttc 


ttttatatgt 


tgccaccttt 


atgtatgtat 


tttctacgtt 


2150 


tgctaacata 


ctgcgtaata 


aggagtct 2178 







<210> 25 
<211> 237 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 25 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Asp lie Gin Met Thr Gin Ser 
20 25 30 

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr 
35 40 45 

Cys Arg Ala Ser Gin Asp Val Asn Thr Ala Val Ala Trp Tyr Gin 
50 55 60 

Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie Tyr Ser Ala Ser 
65 70 75 

Phe Leu Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Arg Ser 

8 





80 



85 



90 



Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
95 100 105 

Phe Ala Thr Tyr Tyr Cys Gin Gin His Tyr Thr Thr Pro Pro Thr 
110 115 120 

Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Thr Val Ala Ala 
125 130 135 

Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser 
140 145 150 

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
155 160 165 

Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly 
170 175 180 

Asn Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 
185 190 195 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 
200 205 210 

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser 
215 220 225 

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys 



<210> 26 
<211> 461 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 26 

Met Lys Lys Asn He Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser He Ala Thr Asn Ala Tyr Ala Glu Val Gin Leu Val Glu Ser 
20 25 30 

Gly Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys 
35 40 45 

Ala Ala Ser Gly Phe Asn lie Lys Asp Thr Tyr He His Trp Val 
50 55 60 

Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Ala Arg He Tyr 
65 70 75 

Pro Thr Asn Gly Tyr Thr Arg Tyr Ala Asp Ser Val Lys Gly Arg 



230 



235 



80 



85 



90 
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Phe Thr lie Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr Leu Gin 
95 100 105 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ser 
110 115 120 

Arg Trp Gly Gly Asp Gly Phe Tyr Ala Met Asp Tyr Trp Gly Gin 
125 130 135 

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser 
140 145 150 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 
155 160 165 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
170 175 180 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
185 190 195 

Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser 
200 205 210 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He 
215 220 225 

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys 
230 235 240 

Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Gly Pro Phe Val 
245 250 255 

Cys Glu Tyr Gin Gly Gin Ser Ser Asp Leu Pro Gin Pro Pro Val 
260 265 270 

Asn Ala Gly Gly Gly Ser Gly Gly Gly Ser Gly Gly Gly Ser Glu 
275 280 285 

Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu Gly Gly Gly Ser Glu 
290 295 300 

Gly Gly Gly Ser Gly Gly Gly Ser Gly Ser Gly Asp Phe Asp Tyr 
305 310 315 

Glu Lys Met Ala Asn Ala Asn Lys Gly Ala Met Thr Glu Asn Ala 
320 325 330 

Asp Glu Asn Ala Leu Gin Ser Asp Ala Lys Gly Lys Leu Asp Ser 
335 340 345 

Val Ala Thr Asp Tyr Gly Ala Ala He Asp Gly Phe He Gly Asp 
350 355 360 

Val Ser Gly Leu Ala Asn Gly Asn Gly Ala Thr Gly Asp Phe Ala 
365 370 375 

Gly Ser Asn Ser Gin Met Ala Gin Val Gly Asp Gly Asp Asn Ser 
380 385 390 
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Pro Leu Met Asn Asn Phe Arg Gin Tyr Leu Pro Ser Leu Pro Gin 
395 400 405 

Ser Val Glu Cys Arg Pro Phe Val Phe Ser Ala Gly Lys Pro Tyr 
410 415 420 

Glu Phe Ser lie Asp Cys Asp Lys lie Asn Leu Phe Arg Gly Val 
425 430 435 

Phe Ala Phe Leu Leu Tyr Val Ala Thr Phe Met Tyr Val Phe Ser 
440 ' 445 450 

Thr Phe Ala Asn lie Leu Arg Asn Lys Glu Ser 
455 460 

<210> 27 
<211> 48 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 27 

ttcgggccct tcgctgctca ctatacgcgt cagtcgactg acctgcct 48 

<210> 28 
<211> 45 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 28 

agctgtggct tcgggcccgc cgccgcgtcg actggcggtg gctct 4 5 

<210> 29 
<211> 45 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 29 

agctgtggct tcgggcccgc ccccgcgtcg actggcggtg gctct 45 

<210> 30 
<211> 25 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 
<222> 11-12, 14-15 
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<223> unknown base 

<400> 30 
cttcgctgct nnsnnsaccc ggcaa 25 

<210> 31 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 
<222> 15-16, 18-19 
<223> unknown base 

<400> 31 

tcgattgccg ggtsnnsnna gcagcgaagg gcc 33 

<210> 32 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 32 
gctgctcact acacccggca a 21 

<210> 33 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 33 
gctgctcaca tgacccggca a 21 

<210> 34 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 34 
gctgctctcc acacccggca a 21 

<210> 35 
<211> 21 
<212> DNA 

<213> Artificial sequence 
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<220> 

<223> Synthetic 

<400> 35 
gctgctctgc acacccggca a 21 

<210> 36 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 36 
gctgctcaca cccggcaa 18 

<210> 37 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> unsure 
<222> 7-9 

<223> unknown base 

<400> 37 
gctgctnnnc acacccggca a 21 

<210> 38 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 38 
gctgctcact atacgcgtca g 21 

<210> 39 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 39 
gctgctcagc acacccggca a 21 

<210> 40 
<211> 21 
<212> DNA 

<213> Artificial sequence 

13 
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<220> 

<223> Synthetic 

<400> 40 
gctgctacgc acacccggca a 21 

<210> 41 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 41 
gctgctcact cccggcaa 18 

<210> 42 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 42 
gctgctcatc atacccggca a 21 

<210> 43 
<211> 18 
<212> DNA 

<213> Artificial sequence " 
<220> 

<223> Synthetic 

<400> 43 
gctgctcact tccggcaa 18 

<210> 44 

<211> 4 

<212> PRT 

<213> Homo sapien 

<400> 44 
Lys Glu Phe Arg 
1 

<210> 45 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 45 
Ala Asn His Gin 
1 

14 



<210> 46 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 46 
Lys Glu Asn Thr 
1 

<210> 47 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 47 
Thr Trp Gly Ser 
1 

<210> 48 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 48 
Pro Glu Glu Arg 
1 

<210> 49 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 49 
Leu Pro Pro Ser 
1 

<210> 50 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 50 
Ser Leu Asp Pro 
1 



<210> 51 

<211> 4 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 51 
Gin Gin Ser Asn 
1 

<210> 52 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 52 
Gly Ser Lys Thr 
1 

<210> 53 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 53 
Thr Pro Val Thr 
1 

<210> 54 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 54 
Arg Ser Arg Ala 
1 

<210> 55 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 55 
Leu Cys Gly Leu 
1 



<210> 56 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 56 
Thr Gly Arg Leu 
1 

<210> 57 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 57 
Ala Lys Ala Ser 
1 

<210> 58 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 58 
Gly Asn Asp Asp 
1 

<210> 59 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 59 
Lys Thr Glu Gin 
1 

<210> 60 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 60 
Asn Asn Cys Arg 
1 



<210> 61 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 61 
Phe Pro Cys Leu 
1 

<210> 62 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 62 
Asn Ser Asp Phe 
1 

<210> 63 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 63 
His Arg Pro Ser 
1 

<210> 64 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 64 
Leu Ser Leu Glu 
1 

<210> 65 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 65 
Asn Gly Ser Lys 
1 



<210> 66 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 66 
Leu Thr Thr Glu 
1 

<210> 67 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 67 
Pro Ser Gly Gly 
1 

<210> 68 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 68 
Leu Trp Phe Pro 
1 

<210> 69 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 69 
Pro Ala Gly Ser 
1 

<210> 70 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 70 
Gly Arg Ala Lys 
1 



<210> 71 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 71 
Gly Thr Asn Gly 
1 

<210> 72 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 72 
Cys Val Leu Gin 
1 

<210> 73 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 73 
Glu Ala Ser Leu 
1 

<210> 74 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 74 
Ser Ser Lys Glu 
1 

<210> 75 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 75 
Ala Leu Leu Leu 
1 



<210> 76 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 76 
Pro Ser His Pro 
1 

<210> 77 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 77 
Ser Tyr Ala Pro 
1 

<210> 78 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 78 
Ala Ser Asn Gly 
1 

<210> 79 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 79 
Glu Ala Asn Asn 
1 

<210> 80 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 80 
Lys Asn Ala Lys 
1 



<210> 81 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 81 
Ser Arg Gly Lys 
1 

<210> 82 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 82 
Gly Leu Asp Gly 
1 

<210> 83 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 83 
Asn Asp Pro lie 
1 

<210> 84 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 84 
Lys Ser Tyr Arg 
1 

<210> 85 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 85 
Arg Ser Phe Arg 
1 



<210> 86 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 86 
Arg Ala Tyr Arg 
1 

<210> 87 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 87 
Lys Thr Tyr Lys 
1 

<210> 88 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 88 
Arg Ser Tyr Arg 
1 

<210> 89 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 89 
Lys Ala Tyr Arg 
1 

<210> 90 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 90 
Arg Phe Phe Arg 
1 



<210> 91 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 91 
Lys Gin Tyr Arg 
1 

<210> 92 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 92 
Arg Thr Tyr His 
1 

<210> 93 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 93 
Gin Arg Tyr Arg 
1 

<210> 94 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 94 
Lys Lys Tyr Lys 
1 

<210> 95 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 95 
Arg Ser Phe Ser 
1 



<210> 96 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 96 
Lys Ser Asn Arg 
1 

<210> 97 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 97 
Ala Ala His Tyr Thr Arg Gin 
1 5 

<210> 98 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 98 
Ala Ala His Met Thr Arg Gin 
1 5 

<210> 99 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 99 
Ala Ala Leu His Thr Arg Gin 
1 5 

<210> 100 
<211> 6 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 100 
Ala Ala His Thr Arg Gin 
1 5 



t 



<210> 101 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 
<220> 

<221> Artificial Sequence 
<222> 3 

<223> Artificial Sequence 

<400> 101 
Ala Ala Xaa His Thr Arg Gin 
1 5 

<210> 102 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 102 
Ala Ala Gin His Thr Arg Gin 
1 5 

<210> 103 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 103 
Ala Ala Thr His Thr Arg Gin 
1 5 

<210> 104 
<211> 6 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 104 
Ala Ala His Ser Arg Gin 
1 5 

<210> 105 
<211> 7 
<212> PRT 

<213> Artificial sequence 
<220> 

26 




<223> Synthetic 

<400> 105 
Ala Ala His His Thr Arg Gin 
1 5 

<210> 106 
<211> 6 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 106 
Ala Ala His Phe Arg Gin 
1 5 

<210> 107 
<211> 14 
<212> PRT 

<213> Artificial sequence 




<220> 

<223> Synthetic 



<400> 107 

Phe Gly Pro Phe Ala Ala His Tyr Thr Arg . Gin Ser Thr Asp 
15 10 

<210> 108 
<211> 4 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 



<400> 108 
Thr Leu Asp Thr 
1 



